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BACKGROUND RESULTS

Online genealogies represent a novel data sources for

MAX PLANCK INSTITUTE
FOR DEMOGRAPHIC RESEARCH

Logistic regression predicted probabilities
by demographic variable and type of relative

demographic research. Percentage of non-missing values for five FamiLinx population pyramids by quality group in Sweden for the years 1800 and 1900 s Dtk Halloilioa
demographic variables in different samples ~ T N Sl L 10 11 JEPES S
1 Promises S I b /Mf/é*ﬁﬁ 11 -y
* Analyze demographic processes in periods and ® Yearofdeathknown o /
countries without accurate data L ommeen e o S A prec ey
* Transnational kinship networks e o o i
Q Pitfalls o o /i
* Numerous biases and selectivity issues e o /. P
* Many missing values in main demographic variables o b ;
Completeness place of birth ~ Completeness place of death a = $ 5 r; $ | S S 5 S S § 7
» Employed in several studies without properly % e coldae
addressing its selectivity and data quality issues . - T = T
Life expectancy at age 30 in FamiLinx by quality group compared to oo -
= FEvaluate the quality and the completeness of % o s
demographic variables at both the individual and the S _ R
family network level in a big genealogical digital E \// ..... e - i
database. 5 o o
" Analyze the impact of completeness and quality of e e & & & & i Q Q Q Q 0 I . .
demographic information on age-sex distribution and (owldg ofBte - it AND Death monts - it OR death monts Dt Source - FariLne - HID ’ " Genealogical poputation ¢ $ ST S

estimates from online genealogical

demographic
populations.

DATA: FamilLinx

 Database with 86 million unique profiles from the last *

400 years. survival and (likely) higher SES.
e Vital events mainly concentrated in the Global North. .
 Subsample of approx. 7 million “Focal” individuals with .

at least one recorded parent or child and with birth

and death events within the 20 most represented )

countries.

DISCUSSION
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Individuals from FamilLinx with demographic information of higher quality and completeness represent a highly selected group with higher

Representativeness of Familinx populations improves towards the end of 19t century.
Completeness and quality of demographic variables are clustered within kinship networks.
FamiLinx offers much promises to study the transmission of demographic behaviors among focal individuals and their relatives.

The implementation of bias-adjustment methods and a careful sample selection are needed.



